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SEQUENCE LISTING 

<110> Japan as represented by president of Tokyo university 

<120> A method to determine protein interactions 

<160> 26 

<210> 1 

<211> 4301 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of phagemid vector pKSl-HyHellO 
<400> 

AGCTTTGGAG CCTTTTTTTT GGAGATTTTC AACGTGAAAA A ATT ATT ATT CGCAATTCCT 60 
TTAGTTGTTC CTTTCTATTC TCACAGTGCA CAGGTCCAAC CGGCCATGGC CGAGGTGCAG 120 
CTGCAGGAGT CAGGACCTAG CCTCGTGAAA CCTTCTCAGA CTCTGTCCCT CACCTGTTCT 180 
GTCACTGGCG ACTCCATCAC CAGTGATTAT TGGAGCTGGA TCCGGAAATT CCCAGGGAAT 2 40 
AGACTTGAGT ACATGGGGTA CGTAAGCTAC AGTGGTAGCA CGTACTACAA TCCATCTCTC 300 
AAAAGTCGAA TCTCCATCAC TCGAGACACA TCCAAGAATC AGTACTATCT GGACCTGAAT 360 
TCTGTGACTA CTGAGGAC AC AGCCAC ATAT TACTGTGCAA ACTGGGACGG TGATTACTGG 4 20 
GGCCAAGGGA CCACGGTCAC CGTCTCGAGC GGTGGAGGCG GTTCAATGAG TGTTTTAGTG 480 
TATTCTTTCG CCTCTTTCGT TTTAGGTTGG TGCCTTCGTA GTGGCATTAC GTATTTTACC 540 
CGTTTAATGG AAACTTCCTC ATGATCTAGA AGGAGATATC ATAT GAA AAA GACAGCTATC 6 00 
GCGATTGCAG TGGCACTGGC TGGTTTCGCT ACCGTTGCGC AAGCTGACTA CAAGGACGAC 660 
GATGACAAAA GTGC ACAGTC GACGGACATT GAGCTCACCC AGTCTCCAGC CACCCTGTCT 720 
GTGACTCCAG GAAATAGCGT CAGTCTTTCC TGCAGGGCCA GCCAAAGTAT TGGCAACAAC 7 80 
CTACACTGGT ATCAACAAAA AT C AC AT GAG TCTCCAAGGC TTCTCATCAA GTATGCTTCC 840 
CAGTCCATCT CTGGGATCCC CTCCAGGTTC AGTGGCAGTG GATCAGGGAC AGATTTCACT 900 
CTCAGTATCA ACAGTGTGGA GACTGAAGAT TTTGGAATGT ATTTCTGTCA ACAGAGTAAC 960 
AGCTGGCCGT ACACGTTCGG AGGGGGGACC AAGCTGGAAA TCAAACGGGC GGCCGCAC AT 10 20 
CATCATCACC ATCACGGGGC CGC AGAACAA A A ACT CAT CT C AG A AG AG G A TCTGAATGGG 108 0 
GCCGCATAGG TACCGCAGGT CGCGGATTTC GACAC AATTT ATCAGGCGAT GATACAAATC 1140 
TCCGTTGTAC TTTGTTTCGC GCTTGGTATA ATCGCTGGGG GTCAAAGATG AGAATTCACT 1200 
GGCCGTCGTT TTACAACGTC GTGACTGGGA AAACCCTGGC GTT ACCCAAC TTAATCGCCT 1260 
TGC AGCACAT CCCCCTTTCG CCAGCTGGCG TAATAGCGAA GAGGCCCGCA CCGATCGCCC 1320 
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TTCCCAAC AG 
GCATCTGTGC 
CGCGTTAAAT 
CCCTTATAAA 
GAGTCCACTA 
CGATGGCCCA 
AGC ACTAAAT 
GAACGTGGCG 
TGTAGCGGTC 
CGCGTACTAT 
GTTAAGCCAG 
CCCGGCATCC 
TTCACCGTC A 
GGTTAATGTC 
GCGCGGAACC 
AC A AT A AC CC 
TTTCCGTGTC 
AGAAACGCTG 
CGAACTGGAT 
AATGATGAGC 
GC A AG AGC A A 
AGTCACAGAA 
AACCATGAGT 
GCTAACCGCT 
GGAGCTGAAT 
AACAACGTTG 
AATAGACTGG 
TGGCTGGTTT 
AGC ACTGGGG 
GGCAACTATG 
TTGGTAACTG 
TTAATTTAAA 
ACGTGAGTTT 



TTGCGCAGCC 
GGTATTTC AC 
TTTTGTTAAA 
TCAAAAGAAT 
TTAAAGAACG 
CTACGTGAAC 
CGGAACCCTA 
AG A A AG G A AG 
ACGCTGCGCG 
GGTTGCTTTG 
CCCCGACACC 
GCTTAC AGAC 
TCACCGAAAC 
ATGATAATAA 
CCTATTTGTT 
TGATAAATGC 
GCCCTTATTC 
GTGAAAGTAA 
CTCAACAGCG 
ACTTTTAAAG 
CTCGGTCGCC 
AAGCATCTTA 
GATAACACTG 
TTTTTGC ACA 
GAAGCC ATAC 
CGCAAACTAT 
ATGGAGGCGG 
ATTGCTGATA 
CCAGATGGTA 
GATGAACGAA 
TCAGACCAAG 
AGGATCT AGG 
TCGTTCCACT 



TGAATGGCGA 
ACCGCATATA 
TCAGCTCATT 
AGCCCGAGAT 
TGGACTCCAA 
CATCACCCAA 
AAGGGAGCCC 
GGAAGAAAGC 
TAACCACCAC 
ACGGGTGCAC 
CGCCAACACC 
AAGCTGTGAC 
GCGCGAGACG 
TGGTTTCTTA 
TATTTTTCTA 
TTCAATAATA 
CCTTTTTTGC 
AAGATGCTGA 
GTAAGATCCT 
TTCTGCTATG 
GC ATAC ACT A 
CGGATGGCAT 
CGGCCAACTT 
ACATGGGGGA 
CAAACGACGA 
TAACTGGCGA 
ATAAAGTTGC 
AATCTGGAGC 
AGCCCTCCCG 
ATAGACAGAT 
TTT ACTCAT A 
TGAAGATCCT 
GAGCGTC AGA 



ATGGCGCCTG 
AATTGTAAAC 
TTTTAACCAA 
AGGGTTGAGT 
CGTC AAAGGG 
ATCAAGTTTT 
CCGATTTAGA 
GAAAGGAGCG 
ACCCGCCGCG 
TCTCAGTACA 
CGCTGACGCG 
CGTCTCCGGG 
AAAGGGCCTC 
GACGTCAGGT 
A AT AC ATT C A 
TTGAAAAAGG 
GGCATTTTGC 
AGATCAGTTG 
TGAGAGTTTT 
TGGCGCGGTA 
TTCTCAGAAT 
G AC AG T A AG A 
ACTTCTGACA 
TCATGTAACT 
GCGTGACACC 
ACTACTTACT 
AGGACCACTT 
CGGTGAGCGT 
TATCGT AGTT 
CGCTGAGAT A 
TATACTTTAG 
TTTTGATAAT 
CCCCGTAGAA 



ATGCGGTATT 
GTTAATATTT 
TAGGCCGAAA 
GTTGTTCCAG 
CGAAAAACCG 
TTGGGGTCGA 
GCTTGACGGG 
GGCGCTAGGG 
CTTAATGCGC 
ATCTGCTCTG 
CCCTGACGGG 
AGCTGCATGT 
GTGATACGCC 
GGCACTTTTC 
AAT ATGTATC 
AAGAGTATGA 
CTTCCTGTTT 
GGTGCACGAG 
CGCCCCGAAG 
TTATCCCGTA 
GACTTGGTTG 
GAATTATGCA 
ACGATCGGAG 
CGCCTTGATC 
ACGATGCCTG 
CTAGCTTCCC 
CTGCGCTCGG 
GGGTCTCGCG 
ATCTACACGA 
GGTGCCTC AC 
ATTGATTTAA 
CTC ATGACCA 
AAGATCAAAG 



TTCTCCTTAC 
TGTTAAAATT 
TCGGCAAAAT 
TTTGGAACAA 
TCTATC AGGG 
GGTGCCGTAA 
GAAAGCCGGC 
CGCTGGCAAG 
CGCTAC AGGG 
ATGCCGCATA 
CTTGTCTGCT 
GTCAGAGGTT 
TATTTTTATA 
GGGGAAATGT 
CGCTCATGAG 
GTATTCAACA 
TTGCTCACCC 
TGGGTT ACAT 
AACGTTTTCC 
TTGACGCCGG 
AGTACTCACC 
GTGCTGCCAT 
GACCGAAGGA 
GTTGGGAACC 
TAGCAATGGC 
GGCAACAATT 
CCCTTCCGGC 
GTATC ATT GC 
CGGGGAGTCA 
TGATTAAGCA 
AACTTCATTT 
AAATCCCTT A 
GATCTTCTTG 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3 180 
3240 
3300 
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AGATCCTTTT TTTCTGCGCG TAATCTGCTG CTTGCAAAC A AAAAAACCAC CGCTACCAGC 3360 

GGTGGTTTGT TTGCCGGATC AAGAGCTACC AACTCTTTTT CCGAAGGTAA CTGGCTTCAG 3420 

CAGAGCGCAG ATACCAAATA CTGTCCTTCT AGTGTAGCCG TAGTTAGGCC ACCACTTCAA 3 480 

GAACTCTGTA GCACCGCCTA CATACCTCGC TCTGCTAATC CTGTTACCAG TGGCTGCTGC 35 4 0 

CAGTGGCGAT AAGTCGTGTC TTACCGGGTT GGACTCAAGA CGATAGTT AC CGGATAAGGC 3600 

GCAGCGGTCG GGCTGAACGG GGGGTTCGTG CACACAGCCC AGCTTGGAGC GAACGACCTA 3660 

CACCGAACTG AGATACCTAC AGCGTGAGCA TTGAGAAAGC GCCACGCTTC CCGAAGGGAG - 3 7 20 

AAAGGCGGAC AGGT ATCCGG TAAGCGGCAG GGTCGGAACA GGAGAGCGCA CGAGGGAGCT 37 80 

TCCAGGGGGA AACGCCTGGT ATCTTTATAG TCCTGTCGGG TTTCGCCACC TCTGACTTGA 38 40 

GCGTCGATTT TTGTGATGCT CGTC AGGGGG GCGGAGCCTA TGGAAAAACG CCAGCAACGC 39 00 

GGCCTTTTTA CGGTTCCTGG CCTTTTGCTG GCCTTTTGCT CACATGTTCT TTCCTGCGTT 3960 

ATCCCCTGAT TCTGTGGATA ACCGTATTAC CGCCTTTGAG TGAGCTGATA CCGCTCGCCG 4020 

CAGCCGAACG ACCGAGCGCA GCGAGTCAGT GAGCGAGGAA GCGGAAGAGC GCCCAATACG 4080 

CAAACCGCCT CTCCCCGCGC GTTGGCCGAT TCATTAATGC AGCTGGCACG ACAGGTTTCC 4140 

CGACTGGAAA GCGGGC AGTG AGCGCAACGC AATTAATGTG AGTTAGCTCA CTC ATTAGGC 4 200 

ACCCCAGGCT TTAC ACTTTA TGCTTCCGGC TCGTATGTTG TGTGGAATTG TGAGCGGATA 4 260 

ACAATTTCAC ACAGGAAACA GCTATGACCA TGATTACGCC A 4 301 



<210> 2 
<211> 4294 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of phagemid vector pKS2-HyHellO 
<400> 

AGCTTGCATG CAAATTCTAT TTCAAGGAGA CAGTCATAAT GAAATACCTA TTGCCTACGG 60 
CAGCCGCTGG ATTGTTATTA CTCGCGGCCC AGCCGGCC AT GGCCGAGGTG CAGCTGCAGG 120 
AGTCAGGACC TAGCCTCGTG AAACCTTCTC AGACTCTGTC CCTCACCTGT TCTGTC ACTG 180 
GCGACTCCAT C AC C AGTG AT TATTGGAGCT GGATCCGGAA ATTCCCAGGG AAT AGACTTG 240 
AGTACATGGG GTACGTAAGC TACAGTGGT A GCACGTACTA CAATCCATCT CTCAAAAGTC 300 
GAATCTCCAT CACTCGAGAC ACATCCAAGA ATCAGTACT A TCTGGACCTG AATTCTGTGA 360 
CTACTGAGGA CACAGCCACA TAT TACT GTG CAAACTGGGA CGGTGATTAC TGGGGCCAAG 4 20 
GGACCACGGT CACCGTCTCG AGCGGTGGAG GCGGTTCAAT GAGTGTTTTA GTGTATTCTT 480 
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TCGCCTCTTT CGTTTTAGGT TGGTGCCTTC 

TGGAAACTTC CTCATGATCT AGAAGGAGAT 

CAGTGGCACT GGCTGGTTTC GCTACCGTTG 

AAAGTGCAC A GTCGACGGAC ATTGAGCTCA 

CAGGAAATAG CGTCAGTCTT TCCTGCAGGG 

GGTATCAACA AAAATCACAT GAGTCTCCAA 

TCTCTGGGAT CCCCTCCAGG TTCAGTGGCA 

TCAACAGTGT GGAGACTGAA GATTTTGGAA 

CGTACACGTT CGGAGGGGGG ACCAAGCTGG 

AC CATC AC GG GGCCGCAGAA CAAAAACTCA 

AGGTACCGCA GGTCGCGGAT TTCGACACAA 

TACTTTGTTT CGCGCTTGGT ATAATCGCTG 

GTTTTACAAC GTCGTGACTG GGAAAACCCT 

CATCCCCCTT TCGCCAGCTG GCGTAATAGC 

CAGTTGCGCA GCCTGAATGG CGAATGGCGC 

TGCGGTATTT CACACCGCAT ATAAATTGTA 

AATTTTTGTT AAATCAGCTC ATTTTTTAAC 

AAATCAAAAG AATAGCCCGA GATAGGGTTG 

CTATTAAAGA ACGTGGACTC CAACGTCAAA 

CCACTACGTG AACCATCACC CAAATCAAGT 

AATCGGAACC CTAAAGGGAG CCCCCGATTT 

GCGAGAAAGG AAGGGAAGAA AGCGAAAGGA 

GTCACGCTGC GCGTAACCAC CACACCCGCC 

TATGGTTGCT TTGACGGGTG CACTCTCAGT 

CAGCCCCGAC ACCCGCCAAC ACCCGCTGAC 

TCCGCTTACA GACAAGCTGT GACCGTCTCC 

TCATCACCGA AACGCGCGAG ACGAAAGGGC 

GTCATGATAA TAATGGTTTC TT AGACGTC A 

ACCCCTATTT GTTT ATTTTT CTAAAT AC AT 

CCCTGATAAA TGCTTCAATA AT ATTGAAAA 

GTCGCCCTTA TTCCCTTTTT TGCGGCATTT 

CTGGTGAAAG TAAAAGATGC TGAAGATCAG 

GATCTCAACA GCGGTAAGAT CCTTGAGAGT 



GTAGTGGC AT TACGT ATTTT ACCCGTTTAA 540 

ATCATATGAA AAAGACAGCT ATCGCGATTG 600 

CGCAAGCTGA CTACAAGGAC GACGATGACA 6 60 

CCCAGTCTCC AGCCACCCTG TCTGTGACTC 7 20 

CC AG CCA A AG TATTGGCAAC AACCTACACT 7 80 

GGCTTCTCAT CAAGT ATGCT TCCCAGTCCA 8 40 

GTGGATCAGG GAC AGATTTC ACTCTCAGTA 900 

TGTATTTCTG TCAACAGAGT AACAGCTGGC 9 60 

AAATCAAACG GGCGGCCGCA CATC AT CATC 10 20 

TCTCAGAAGA GGATCTGAAT GGGGCCGCAT 1080 

TTTATCAGGC GATGATACAA ATCTCCGTTG 1140 

GGGGTCAAAG ATGAGAATTC ACTGGCCGTC 1200 

GGCGTTACCC AACTTAATCG CCTTGCAGCA 1260 

GAAGAGGCCC GCACCGATCG CCCTTCCCAA 13 20 

CTGATGCGGT ATTTTCTCCT TACGCATCTG 1380 

AACGTTAATA TTTTGTTAAA ATTCGCGTTA 14 40 

CAATAGGCCG AAATCGGCAA AATCCCTT AT 1500 

AGTGTTGTTC CAGTTTGGAA CAAGAGTCCA 1560 

GGGCGAAAAA CCGTCTATCA GGGCGATGGC 16 20 

TTTTTGGGGT CGAGGTGCCG T AAAGCACT A 1680 

AGAGCTTGAC GGGGAAAGCC GGCGAACGTG 1740 

GCGGGCGCTA GGGCGCTGGC AAGTGTAGCG 1800 

GCGCTTAATG CGCCGCTACA GGGCGCGTAC 1860 

ACAATCTGCT CTGATGCCGC AT AGTTAAGC 1920 

GCGCCCTGAC GGGCTTGTCT GCTCCCGGCA 1980 

GGGAGCTGC A TGTGTCAGAG GTTTTCACCG 2040 

CTCGTGATAC GCCTATTTTT ATAGGTTAAT 2100 

GGTGGCACTT TTCGGGGAAA TGTGCGCGGA 2160 

TCAAATATGT ATCCGCTCAT GAGACAATAA 22 20 

AGGAAGAGTA TGAGT ATTCA ACATTTCCGT 2280 

TGCCTTCCTG TTTTTGCTCA CCCAGAAACG 2340 

TTGGGTGC AC GAGTGGGTTA CATCGAACTG 24 00 

TTTCGCCCCG A AG A AC GTTT TCCAATGATG 24 60 

- 4/12 - 



03855 (PCT/JP03/10386) 



AGCACTTTTA AAGTTCTGCT ATGTGGCGCG 

CAACTCGGTC GCCGCATACA CTATTCTCAG 

GAAAAGCATC TTACGGATGG CATGACAGTA 

AGTGATAACA CTGCGGCCAA CTTACTTCTG 

GCTTTTTTGC ACAACATGGG GGATCATGTA 

AATGAAGCCA TACCAAACGA CGAGCGTGAC 

TTGCGCAAAC TATTAACTGG CGAACTACTT 

TGGATGGAGG CGGATAAAGT TGCAGGACCA 

TTTATTGCTG ATAAATCTGG AGCCGGTGAG 

GGGCCAGATG GTAAGCCCTC CCGTATCGTA 

ATGGATGAAC GAAATAGACA GATCGCTGAG 

CTGTCAGACC AAGTTT ACTC AT AT AT ACT T 

AAAAGGATCT AGGTGAAGAT CCTTTTTGAT 

TTTTCGTTCC ACTGAGCGTC AGACCCCGTA 

TTTTTTCTGC GCGTAATCTG CTGCTTGCAA 

TGTTTGCCGG ATCAAGAGCT ACC AACTCTT 

CAGATACCAA ATACTGTCCT TCTAGTGTAG 

GTAGCACCGC CTACATACCT CGCTCTGCTA 

GAT AAGTCGT GTCTTACCGG GTTGGACTCA 

TCGGGCTGAA CGGGGGGTTC GTGCACACAG 

CTGAGATACC TACAGCGTGA GCATTGAGAA 

GACAGGTATC CGGTAAGCGG CAGGGTCGGA 

GGAAACGCCT GGTATCTTTA TAGTCCTGTC 

TTTTTGTGAT GCTCGTCAGG GGGGCGGAGC 

TTACGGTTCC TGGCCTTTTG CTGGCCTTTT 

GATTCTGTGG ATAACCGTAT TACCGCCTTT 

ACGACCGAGC GCAGCGAGTC AGTGAGCGAG 

CCTCTCCCCG CGCGTTGGCC GATTCATTAA 

AAAGCGGGCA GTGAGCGCAA CGCAATTAAT 

GCTTTACACT TTATGCTTCC GGCTCGTATG 

CACACAGGAA ACAGCTATGA CCATGATTAC 



GTATTATCCC GTATTGACGC CGGGCAAG AG 2 5 20 
AATGACTTGG TTGAGTACTC ACCAGTCACA 2580 

AGAGAATTAT GCAGTGCTGC CATAACCATG 2 64 0 

ACAACGATCG GAGGACCGAA GGAGCTAACC 2700 

ACTCGCCTTG ATCGTTGGGA ACCGGAGCTG 2760 

ACCACGATGC CTGTAGCAAT GGCAACAACG 28 20 

ACTCTAGCTT CCCGGCAACA ATTAATAGAC 28 80 

CTTCTGCGCT CGGCCCTTCC GGCTGGCTGG 2940 

CGTGGGTCTC GCGGTATCAT TGCAGCACTG 3000 

GTTATCTACA CGACGGGGAG TCAGGCAACT 3060 

ATAGGTGCCT CACTGATTAA GCATTGGTAA 3120 

TAGATTGATT TAAAACTTCA TTTTTAATTT 3180 

AATCTCATGA CCAAAATCCC TTAACGTGAG 3240 

G AAA AG AT C A AAGGATCTTC TTGAGATCCT 3 300 

ACAAAAAAAC CACCGCTACC AGCGGTGGTT 3 360 

TTTCCGAAGG TAACTGGCTT CAGCAGAGCG 3 4 20 

CCGTAGTTAG GCCACCACTT CAAGAACTCT 3480 

ATCCTGTTAC CAGTGGCTGC TGCCAGTGGC 3540 

AGACGATAGT TACCGGATAA GGCGCAGCGG 3 6 00 

CCCAGCTTGG AGCGAACGAC CTACACCGAA 3660 

AGCGCCACGC TTCCCGAAGG GAGAAAGGCG 3 7 20 

ACAGGAGAGC GCACGAGGGA GCTTCCAGGG 3 7 80 

GGGTTTCGCC ACCTCTGACT TGAGCGTCGA 3840 

CTATGGAAAA ACGCCAGCAA CGCGGCCTTT 3900 

GCTCACATGT TCTTTCCTGC GTTATCCCCT 3960 

GAGTGAGCTG ATACCGCTCG CCGCAGCCGA 4020 

GAAGCGGAAG AGCGCCCAAT ACGCAAACCG 4 0 80 

TGCAGCTGGC ACGACAGGTT TCCCGACTGG 4140 

GTGAGTTAGC TCACTCATTA GGCACCCCAG 4 200 

TTGTGTGGAA TTGTGAGCGG ATAAC AATTT 4 260 

GCCA 4294 



- 5/12 - 



03855 (PCT/JP03/10386) 



<210> 3 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for ompA secretion signal sequence and FLAG tag 

sequence (Back:ompXbaRV) 

<400> 

CGGGGTCGAC TGTGCACTTT TGTCATCGTC GTCCTTGTAG 4 0 

<210> 4 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> • 

<223> Primer for ompA secretion signal sequence and FLAG tag 

sequence (Forward: ompApaSalFR) 

<400> 

CGGGGTCGAC TGTGCACTTT TGTCATCGTC GTCCTTGTAG 40 

<210> 5 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for Kpnl site of gene VII (Back:g7KpnRV) 
<400> 



CGGGGGTACC GCAGGTCGCG GATTTCGAC 

<210> 6 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



29 
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<220> 

<223> Primer for EcoRI site of gene VII (Forward: g7EcoFR ) 
<400> 

CGGGGAATTC TCATCTTTGA CCCCCAGCG 2 9 

<210> 7 
<211> 50 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for Xhol site of gene IX (Back: g9XhoRV ) 
<400> 

CGGGCTCGAG CGGTGGAGGC GGTTCAATGA GTGTTTTAGT GTATTCTTTC 5 0 

<210> 8 

<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for Xbal site of gene IX (Forward: g9XbaFR) 
<400> 

CGGGTCTAGA TCATGAGGAA GTTTCCATTA AAC 3 3 

<210> 9 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for split Fv linker (Back:LinkBackX) 
<400> 

GGGACCACGG TCACCGTCTC GAGCGGTGGA GGCGGTTCAA TG 4 2 
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<210> 10 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for split Fv linker (Forward: LinkFor) 
<400> 

AGACTGGGTG AGCTCAATGT CCGTCGACTG TGCACTTTTG TC 4 2 

<210> 11 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for LacZ (Back: M13RV) 
<400> 

CAGGAAACAG CTATGAC 17 
<210> 12 

<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for mouse VH (Forward: VHlFor2X) 
<400> 

GACGGTGACC GTGGTCCCTT GGCCCC 26 
<210> 13 

<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for mouse VL (Back: Vic2Back ) 
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<400> 

GACATTGAGC TCACCCAGTC TCCA 2 4 



<210> 14 
<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for M13 gene III (Forward: ReverseSEQ) 
<400> 

GTAAAACGAC GGCCAGT 17 

<210> 15 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer MycAKpnFor 
<400> 

CCGGGTACCT ATGCGGCCCC ATTCAGATC 2 9 

<210> 16 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for incorporation of terminator gene (tHPl) 
<400> 

AGCGGTACCC GATAAAAGCG GCTTCCTGAC 30 
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<210> 17 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for incorporation of terminator gene (tHP2) 
<400> 

AGGAGGCCGT TTTGTTTTGC AGCCCACCTC 30 
<210> 18 

<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for incorporation of terminator gene (tHP3) 
<400> 

GCTGAGGTGG GCTGCAAAAC AAAACGGCCT 30 

<210> 19 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for incorporation of terminator gene (tHP4) 
<400> 

CCTGTCAGGA AGCCGCTTTT ATCGGGTACC 30 

<210> 20 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for incorporation of terminator gene (tHP7) 
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<400> 

AATTGGTACC CGATAAAAGC GGCTTCCTGA C 31 



<210> 21 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for incorporation of terminator gene (tHP8) 
<400> 

AATTGAGGTG GGCTGCAAAA CAAAACGGCC T 31 
<210> 22 

<211> 78 
<212> DNA 

<213> Artificial Sequence 

<220> K=G or T, M=A or C, R=A or G, Y=C or T, S=C or G, W=A 
orT 

<223> Forward primer for FR2 of V H (H10VHframe2) 
<400> 

ACCACTGTAG CTTACGTACC CCAWSYACTC CAGACSKTTA CCTGGARRTT KACGAAYCCA 
GCTCCAATAA TCACTGGT 7 8 

<210> 23 
<211> 81 
<212> DNA 

<213> Artificial Sequence 

<220> K=G or T, M=A or C, R=A or G, Y=C or T, S=C or G, W=A 
or T 

<223> Reverse primer for FR2 of V L (H10VLframe2) 
<400> 

GGCAACAACC TACACTGGTA TCAACAAAAA YMGSRCRAAT CTCCTCRGCT CCTGRTCWAK 
TATGCTTCCC AGTCCATCTC T 81 
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<210> 24 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer for linker (HlOlinkRV) 
<400> 

GGGTACGTAA GCTACAGTG 19 

<210> 25 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward primer for linker (HlOlinkFR) 
<400> 

GATACCAGTG TAGGTTG 17 



<210> 26 
<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer complimentary for OmpA signal sequence 
(OmpARV) 

<400> 

ACAGCTATCG CGATTGCAGT G 21 
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